
1

OPEN

DATA

Hollow-fibre infection model: adaptations for the culture and 
assessment of fastidious organisms

Andrew Mead*, Stefano Azzariti and Ludovic Pelligand

METHOD
Mead et al., Access Microbiology 2024;6:000744.v3

DOI 10.1099/acmi.0.000744.v3

Access Microbiology is an open research platform. Pre-prints, peer review reports, and editorial decisions can be found with the online version of this article.
Received 26 November 2023; Accepted 07 May 2024; Published 28 June 2024
Author affiliations: 1Comparative Biomedical Sciences, The Royal Veterinary College, London, UK.
*Correspondence: Andrew Mead, ​anmead@​rvc.​ac.​uk
Keywords: antimicrobial resistance; fastidious; HFIM; pharmacodynamics; pharmacokinetics.
Abbreviations: AMD, antimicrobial drug; CAMHB, cation-adjusted Mueller-Hinton broth; CFU, colony forming units; CLSI, Clinical and Laboratory 
Standards Institute; CR, central reservoir; ECS, extra-capillary space; EMA, European Medicines Agency; EUCAST, European Committee on 
Antimicrobial Susceptibility Testing; HFIM, hollow-fibre infection model; LOQ, limit-of-quantification; mFB, modified fastidious broth; MH-F, Mueller-
Hinton fastidious; PD, pharmacodynamic; PK, pharmacokinetic; RBC, red blood cell.
A supplementary table is available with the online version of this article.
000744.v3 © 2024 The Authors

This is an open-access article distributed under the terms of the Creative Commons Attribution License. This article was made open access via a Publish and Read agreement between 
the Microbiology Society and the corresponding author’s institution.

Abstract

The hollow-fibre infection model (HFIM) is a valuable in vitro platform for emulating antimicrobial drug pharmacokinetic profiles. Despite 
its potential, standardized protocols for HFIM operation, especially concerning fastidious organisms, are lacking. This study addresses 
this gap by examining challenges in culturing Pasteurella multocida and Actinobacillus pleuropneumoniae, two fastidious organisms, 
in the HFIM. Our findings reveal effective strategies to prevent system clogging, involving multiple freeze–thaw cycles of horse blood, 
centrifugation and cell straining to enhance the clarity of the Mueller-Hinton fastidious medium defined by the European Committee 
on Antimicrobial Susceptibility Testing and Clinical and Laboratory Standards Institute. Additionally, we propose that the provision of a 
CO

2
 atmosphere, along with the utilization of gas-permeable tubing and gas vent filters, significantly facilitates the growth of fastidious 

organisms. Remarkably, both P. multocida and A. pleuropneumoniae were sustained for a period of up to 10 days under these optimized 
conditions. This study provides crucial insights into the modifications necessary to successfully culture fastidious organisms in the 
HFIM, paving the way for more accurate and representative in vitro models for antimicrobial drug testing. These advancements hold 
promise for advancing research in the field of antimicrobial pharmacokinetics and efficacy against challenging pathogens.

Impact statement

This study addresses a significant gap in research methodology by investigating the challenges associated with cultivating 
fastidious organisms, such as Pasteurella multocida and Actinobacillus pleuropneumoniae, within the hollow-fibre infection model 
(HFIM). Using innovative techniques such as multiple freeze–thaw cycles of horse blood, centrifugation and cell straining, we 
successfully prevented system clogging, enhancing the clarity of the Mueller-Hinton fastidious medium. Additionally, creating 
a CO

2
-rich environment and employing gas-permeable tubing with vent filters allows gas exchange probably facilitating the 

growth of these organisms, enabling their maintenance in the HFIM for up to 10 days. These findings not only offer a practical 
solution for culturing fastidious organisms in the HFIM but also hold significant implications for advancing research in antimi-
crobial drug testing, ultimately contributing to improved understanding and management of challenging pathogens.

DATA SUMMARY
All data generated are presented within the article and all facets required for the method to be reproduced are presented. Details of all 
materials are provided in Table S1, available with the online version of this article.
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INTRODUCTION
Pharmacokinetic–pharmacodynamic (PK/PD) modelling is crucial for understanding the interplay between antibiotic concentration and 
bacterial killing efficacy. In vitro systems, categorized as static or dynamic, explore this relationship. Static systems maintain a constant 
antibiotic concentration, offering cost-effective experimentation and significantly contribute to fundamental PK/PD characterization [1], 
but lack clinical relevance regarding the absence of continuous drug concentration changes observed in vivo [2–4].

Dynamic systems address these limitations, allowing in vitro emulation of true patient PK profiles and exploration of time-dependent PK/
PD features such as adaptive resistance, dose fractionation and growth delay [1]. Bi-compartmental models, exemplified by the hollow fibre 
infection model (HFIM), incorporate a central reservoir (CR) and extra-capillary space (ECS) [5, 6], with the ECS mimicking a peripheral 
infection site [7, 8]. The CR provides a reservoir for dosing and clearance, whilst the hollow-fibres ensure that the bacterial compartment 
is maintained and not similarly depleted. The HFIM has been qualified by the European Medicines Agency (EMA) to provide data to 
support PK/PD analyses [9]. However, no standardized guidelines are currently available regarding the HFIM. To ensure reproducibility of 
experiments, all the techniques and materials used in this study were implemented following a recent systematic review by Sadouki et al. [4].

Experimental data need to be in line with the European Committee on Antimicrobial Susceptibility Testing (EUCAST) guidelines for 
susceptibility testing to correctly relate with the epidemiological distributions for each bacteria. For susceptibility testing of fastidious 
organisms, including Streptococcus pneumoniae, Haemophilus influenzae, Moraxella catharrhalis, Listeria monocytogenes, Pasteurella 
spp., Kingella kingae, Aerococcus spp., Campylobacter spp. and others, EUCAST [and Clinical and Laboratory Standards Institute (CLSI)] 
recommends the use of Mueller-Hinton fastidious (MH-F) media [10, 11]. The use of a defined medium for fastidious culture was first 
presented by Cartwright et al. [12] and consisted of Colombia base with eight further supplements; this formed the basis for the standardized 
MH-F consisting of cation-adjusted Mueller-Hinton broth (CAMHB) supplemented with 5 % lysed mechanically defibrinated horse blood 
and 20 mg l−1 β-NAD. This medium reduces factors that may influence susceptibility testing whilst still containing the haemin and NAD 
required for the growth of fastidious organisms. Furthermore, many fastidious organisms require a controlled atmosphere; for example, 
culture of Actinobacillus pleuropneumoniae is optimal at 5–10 % CO2 [13].

To date, there have been no reports of the use of EUCAST (and CLSI) defined MH-F medium in the HFIM and the methodological adapta-
tions required to support this medium. Previous studies used a ‘modified fastidious broth’ (mFB) in the culture of Neisseria gonorrhoeae 
in the HFIM [14–17]. These studies reported successful cultures maintained for up to 168 h and system blockages were not reported. 
However, the use of mFB is not standardized and PD analysis of these results may not be harmonized with standard susceptibility data 
reported from other laboratories.

This study highlights the key challenges and core adaptations required for fastidious HFIM and reports the successful maintenance 
of A. pleuropneumoniae and Pasteurella multocida for an extended 10 day culture period suitable for long-term PK/PD studies.

THEORY AND IMPLEMENTATION
Initial method and challenges
Initial set-up to assess perfusion
The HFIM consisted of a two-compartment polysulfone hollow-fibre cartridge (AP/510103; Alpha Plan) with a 20 kDa pore 
size cut-off, connected to a CR bottle (Fisher Scientific) via silicon tubing (Masterflex; Coleparmer). A Duet pump (Fibercell; 
New Market) maintained a constant flow of approximately 110 ml min−1 in the central circuit, regulated by one-way non-return 
valves (VWR) for unidirectional flow and CR–ECS equilibrium. Diluent (fresh medium), controlled by a pre-calibrated peristaltic 
pump (205S/530S; Watson-Marlow), entered and was iso-volumetrically removed to maintain a 172 ml CR volume. Gilson 
Pharmed tubing (Fisher Scientific) and Watson-Marlow manifold tubing (Watson-Marlow) were used for diluent and clearance, 
with internal diameters of 1 and 2 mm, respectively. The elimination tube, fixed at the meniscus, ensured a higher flow rate than 
diluent, maintaining total system volume. Low-pressure fittings (Bio-Rad) secured tubing connections.

MH-F, following EUCAST guidelines [10], consisted of CAMHB (Merck), supplemented with 20 mg l−1 β-NAD (Glentham Life 
Science) and 5 % lysed mechanically defibrinated horse blood (TCS Bioscience). The preparation involved three freeze–thaw cycles 
and a single centrifugation for clarity, although guidelines allow up to seven freeze–thaw cycles and a secondary centrifugation 
for increased clarity.

All system components were connected, except for the HF-cartridge, and autoclaved as a single unit to ensure total system sterility. 
The HF-cartridge was connected in the central-circuitous flow in a Class 2 microbiological safety cabinet to maintain sterility. 
MH-F was pumped around the system via manual palpitation of the duet pump tubing and all air was removed via the CR. As 
there was no dosing required, the dosing port was capped.

Initial results and challenges
Using EUCAST-defined MH-F in the HFIM, a novel approach not previously described, revealed challenges with this complex 
medium. Primarily, the MH-F components, such as remaining unlysed red blood cells (RBCs) and cellular debris, often blocked 
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narrow-bore tubing and connections, impeding media flow. Blockages led to secondary issues such as increased system pressure, 
resulting in damage and leakage. This clogging would also impact on antimicrobial drug (AMD) administration and equilibration 
and rapidly block 0.2 µm filters that would be required for dosing sterility.

In the initial run, blockage occurred after 96 h in a low-pressure fitting between the diluent reservoir and the CR. In a subsequent 
run with increased freeze–thaw cycles (up to five cycles) for the lysed horse blood component, extending HFIM runtime, blockage 
still occurred by day 9 (between 208 and 216 h). The extended runtime following increased freeze–thaw cycles suggests that 
reducing the potential for remaining unlysed RBCs decreases the likelihood of HFIM system failure.

Modifications/solutions
Challenge 1: preparation of fastidious medium
For susceptibility testing, EUCAST recommends CAMHB or MH-F broth based on the bacterial organism. MH-F is advocated 
for A. pleuropneumoniae and P. multocida. However, standard MH-F preparations (as described above) lead to HFIM blockages 
and system failure. To address this, enhanced MH-F clarity was achieved through maximal lysis, centrifugation and an additional 
cell straining step. Horse blood underwent five freeze–thaw cycles, with two pre-dilution cycles and three post-dilution cycles to 
50 %. Centrifugation (2 000 g for 10 min) removed RBCs and debris, and the supernatant was added to CAMHB through decanting 
with a cell strainer. This process, depicted in Fig. 1, significantly increased clarity, as evidenced in Fig. 2.

Fig. 1. Method for production of Mueller-Hinton fastidious (MH-F) medium. Key steps for improved clarity for use in the hollow-fibre 
infection model (HFIM) include repeated freeze–thaw cycles, centrifugation to pellet remaining red blood cells and cell straining to 
remove remaining cell debris. (Created with ​BioRender.​com.)
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Fig. 2. Mueller-Hinton fastidious (MH-F) medium causes clogging of narrow-bore tubing and inhibits equilibration across the hollow-
fibre. Increased clarity of MH-F may be achieved through the inclusion of a cell straining stage to remove residual debris or clumps 
following freeze–thaw lysis and centrifugation. In this study we demonstrate five freeze–thaw cycles (−20°C to room temperature), one 
centrifugation (2000 g) and a single cell straining step. (a) Unfiltered and (b) filtered; inset, cell strainer after filtration.

 

Challenge 2: considerations for dosing (CAMHB + filtration)
For full implementation, AMD dosing in the HFIM was achieved via bolus or infusion pump into the CR to simulate specific 
PK profiles. To ensure sterility, a 0.2 µm syringe filter was placed between the dosing syringe and the CR, especially if the syringe 
was changed during the profile. Due to the rapid clogging of this filter by MH-F, dosing was done with standard CAMHB. The 
dosing volume, relative to the total system volume and inflow of drug-free MH-F (diluent), was negligible and did not impact 
system media composition. To prevent incubator overheating, the dosing syringe was kept outside the incubator, sealed with gas 
exchange occurring in the CR. See Fig. 3 for an example of a dosing syringe with an associated filter.

Fig. 3. As the dosing syringe is fitted to the HFIM after sterilization it acts as an increased risk of contamination. A syringe filter reduces 
the risk but is rapidly clogged by MH-F. Dosing with CAMHB overcomes this challenge.
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Challenge 3: CO2 atmosphere and gas permeability
To maintain optimal growth cultures, including those in the HFIM, bacteria were incubated at 37 °C and 5 % CO2. The entire 
HFIM, i.e. hollow-fibre cartridge, CR, diluent and elimination reservoirs, was contained within the incubator. Gas exchange was 
facilitated through the incorporation of gas-permeable (O2, CO2, N2) silicon tubing (Masterflex; Coleparmer) which constituted 
the central circuit between the HF-cartridge and the CR. Furthermore, central, diluent and elimination reservoirs were equipped 
with an autoclavable polypropylene vent with a 0.2 µm hydrophobic PTFE membrane (StarLabs) on each two-port cap (VWR) 
as shown in Fig. 4.

Fig. 4. Growth of fastidious organisms requires a controlled 5% CO
2
 atmosphere. CO

2
 incubator with user-controlled CO

2
 atmosphere (a) 

and the inclusion of gas-permeable tubing and vent-filters (b) on all reservoirs ensure active gas exchange across the HFIM.

 

After the set-up, the HFIM was perfused with MH-F overnight before inoculation of the bacterial load to ensure that gas 
equilibration was optimal before the start of each experiment.

Implementation
The HFIM was set-up as previously described with the additional modifications outlined in this paper.

Maintenance of culture in the fastidious HFIM for 10 days
Porcine respiratory isolates of A. pleuropneumoniae and P. multocida (provided by ECO Animal Health) underwent inde-
pendent HFIM runs for each bacterium, with the same isolate used across studies. Inoculum preparation followed three 
sub-cultures on blood agar to optimize growth, adhering to CLSI guidelines (1999). Bacteria were resuspended in sterile PBS, 
adjusted to 0.5 McFarland standard density (approx. 1–2×108 c.f.u. ml–1) using a densitometer (DensiCheck; bioMérieux). 
Dilution to a final bacterial density of approx. 5×105 c.f.u. ml−1 occurred in 25 ml pre-warmed MH-F (or CAMHB for growth 
comparison) sufficient to fill the ECS of the HF-cartridge. Inoculation via ECS sample ports, using two sterile syringes, 
ensured homogeneous mixing. The entire HFIM was incubated at 37 °C with 5 % CO2, as detailed in Fig. 5.

One millilitre samples were aseptically collected from the ECS at 0, 1, 2, 4, 8, 12, 24, 32 and 48 h, then every 24 h up to  
240 h of incubation. Ten-fold serial dilutions were performed in PBS and 50 µl spots of each dilution were spotted onto 
MH-F agar plates, which were incubated statically overnight at 37 °C and 5 % CO2. Tips were replaced between each dilution 
to avoid overestimation of the colony count caused by bacterial clumping or carry-over on the pipette tip.

After incubation, cell colonies were counted at the lowest dilution with approximately 1–50 c.f.u. and counts expressed in  
c.f.u. ml−1. The limit-of-quantification (LOQ) of the enumeration method was 20 c.f.u. ml−1.

The fastidious HFIM’s assessment for maintaining A. pleuropneumoniae and P. multocida spanned 10 days (240 h). Both 
species exhibited logarithmic growth without a noticeable lag phase, reaching a maximum bacterial density of approximately 
109 c.f.u. ml−1. A. pleuropneumoniae reached 1.08×109 c.f.u. ml−1 at 4 h (mean doubling time=23 min), and P. multocida 
reached 0.8×109 c.f.u. ml−1 at 12 h (mean doubling time=58.56 min). The HFIM sustained viable bacterial populations for 
the entire 240 h duration. However, A. pleuropneumoniae displayed a gradual decline from 48 h, ending at 4×106 c.f.u. ml−1 at 
240 h. P. multocida experienced a similar effect between 96 and 144 h, briefly dropping to 1.6×108 c.f.u. ml−1 and regrowing 
to 2.4×109 c.f.u. ml−1 (n=1; Fig. 6).

Furthermore, a parallel explorative study showed that although P. multocida can grow in both CAMHB and MH-F, comparison 
of growth in these two matrices, within the HFIM, demonstrates the importance of utilizing fastidious media. Bacterial 
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Fig. 5. Complete HFIM set-up with Mueller-Hinton fastidious (MH-F) medium demonstrating the running of two systems using a single duet pump 
and single peristaltic pump. With this set-up, two simultaneous systems modelling the same PK profile and with identical or different doses can be 
performed in a single incubator. Drug dosing was independently controlled by a syringe pump kept either inside or outside the incubator.

Fig. 6. Bacterial density (c.f.u. ml−1; LOQ = 20 c.f.u. ml−1) of A. pleuropneumoniae and P. multocida cultured in the hollow fibre infection model (HFIM) in 
Mueller-Hinton fastidious (MH-F) medium over an extended period of 240 h (10 days).
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density (c.f.u. ml−1) of P. multocida indicated that CAMHB supported a more limited, slower, growth rate than MH-F and 
that maintenance at the maximal carrying capacity (approx. 109 c.f.u. ml−1) is improved in MH-F with a continual decline 
seen in CAMHB over 240 h (n=1; Fig. 7).

Dose validation in the fastidious HFIM
To assess if the fastidious HFIM can emulate a PK profile, a florfenicol profile in pigs was simulated to mimic a two-
injection formulation based on PK data from Embrechts et al. [18] and Voorspoels et al. [19]. The HFIM was set-up as 
previously described without the addition of bacteria. A dosing syringe containing 20.7 µg ml−1 florfenicol provided 
two 2 h infusions 48 h apart. A constant diluent/elimination rate of 0.21 ml min−1 provided a constant AMD clearance, 
representative of that in pigs. One millilitre samples were aseptically collected from the ECS at 0, 2, 24, 48, 50, 72 and  
120 h. Florfenicol was quantified by LCMS by Analytical Services International (St. George’s, University of London) with 
an LOQ of 0.001 mg l−1.

The concentration of florfenicol in the ECS of the HFIM demonstrated that the measured profile was an excellent fit of the 
predicted profile (Fig. 8).

Fig. 8. A simulated florfenicol profile representative of a two-dose administration 48 h apart. The predicted profile as defined by the PK 
clearance in pigs (green line) is overlayed with the LCMS quantified florfenicol concentration in the HFIM (pink line). LOQ = 0.001 mg l–1.

 

Fig. 7. Bacterial density (c.f.u. ml−1; LOQ = 20 CFU/mL) of P. multocida cultured in the hollow-fibre infection model (HFIM) in either cation-adjusted 
Mueller-Hinton broth (CAMHB) or Mueller-Hinton fastidious medium (MH-F) showing a decreased growth rate over the initial 24 h in CAMHB and 
highlighting the importance of MH-F for fastidious organisms.
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DISCUSSION
This study demonstrates the initial application of EUCAST- and CLSI-mandated MH-F media for fastidious organisms in the 
HFIM, detailing necessary adaptations and successfully achieving long-term culture of A. pleuropneumoniae and P. multocida. 
The use of fastidious medium in the HFIM is crucial for simulating intricate microbial and antimicrobial interactions in a 
controlled environment. The following discussion addresses challenges and considerations linked to integrating fastidious 
medium into the HFIM.

Fastidious medium, essential for cultivating micro-organisms with intricate growth needs, is valuable in the HFIM for 
mimicking natural host environments and supporting the growth of challenging-to-culture micro-organisms by providing 
necessary nutrients and cofactors. While various ‘fastidious media’ exist, the EUCAST recommends MH-F broth for 
standardization and reproducibility in susceptibility testing and PD studies. However, no previous reports demonstrate 
MH-F use in perfusing an HFIM system or address associated challenges. Researchers previously used a non-standardized 
‘modified fastidious broth’ (mFB) for N. gonorrhoeae in the HFIM [14–17], raising concerns about harmonization with 
EUCAST susceptibility data, critical for accurate PK/PD modelling and dose extrapolation. Perfusion assessment of MH-F 
in the HFIM revealed challenges such as cellular debris blocking filters, tubing and connections, leading to HFIM failure. 
Increased cell lysis, related to freeze–thaw cycles, coupled with centrifugation and cell straining, overcame these challenges.  
However, increased decanting steps raised contamination risks, especially for long runs. Commercially available lysed/laked 
horse blood, providing reduced contamination risk and increased lysis without requiring cell straining, remains unexplored 
in this study. Haematin solubilized in sodium hydroxide, an alternative to lysed defibrinated horse blood, may avoid HFIM 
blockages [12, 20]. These modifications offer a practical solution to optimize MH-F, ensuring harmonization with suscep-
tibility testing, maintaining HFIM functionality and enhancing result reliability in studies involving fastidious organisms.

Limited data exist on the growth of fastidious organisms in the HFIM, particularly A. pleuropneumoniae and P. multocida. 
This study used the HFIM with ‘improved’ MH-F to assess the growth and maintenance of these organisms for up to  
240 h (10 days). The modified fastidious HFIM allowed logarithmic growth immediately after ECS inoculation, reaching 
a maximal carrying capacity of 109 c.f.u. ml−1 for both organisms, and highlighting dynamics during the stationary phase 
of growth. A comparative growth assay highlighted the importance of MH-F in the HFIM, emphasizing its competence 
in supporting prolonged cultivation of fastidious organisms. The study revealed distinct temporal dynamics in bacterial 
population densities of A. pleuropneumoniae and P. multocida over the 10 day period. However, these results are based on 
single runs with representative porcine isolates, and a more comprehensive study with multiple wild-type isolates and other 
fastidious organisms is needed to fully understand the set-up’s limitations.

The requirement for controlled atmospheric CO2 for the fastidious organisms in this study is also a requirement for  
N. gonorrhoeae and was included in the studies by Jacobsson et al. [16] and VanScoy et al. [17]. In this study, it was considered 
that the inclusion of gas-permeable tubing for the central compartment and gas-vent filters on each of the reservoirs would 
facilitate gas transfer across the HFIM. Access to CO2 may play an important role for capnophiles, such as N. gonorrhoeae, 
and for other fastidious organisms such as those reported in this study. However, the means of gas transfer is not often 
highlighted when reporting the HFIM. As such, the HFIM previously implemented may not be comparable to our set-up, 
highlighting the necessity for standardization of the HFIM as described by Sadouki et al. [4].

A key feature of the HFIM is its use to emulate dynamic AMD profiles modelling the in vivo PK for a given host species. 
Considering the initial challenges outlined in this study, it was anticipated that MH-F may inhibit or delay equilibration of 
AMD between the CR and the ECS. The ‘improved’ MH-F and HFIM modifications described were expected to ensure that 
equilibration could be achieved. To explore the dosing aspect, a florfenicol PK profile in pigs was simulated and showed good 
agreement between the dose administered and that measured in the ECS. This indicates that for this type of administra-
tion rapid equilibration across the fastidious HFIM is achieved, although further studies should explore alternative dose 
administrations such as long-term infusion and alternative antimicrobial compounds.

In conclusion, the incorporation of fastidious medium in the HFIM represents a crucial advancement in the simulation of 
complex microbial and antimicrobial interactions in a controlled environment for the purposes of long-term PD assessment. 
Standardized fastidious media are required to ensure that experimental studies align across laboratories and countries. 
Further steps should be taken to optimize media clarity to prevent system clogging and maintain gas transfer to optimize 
bacterial growth. Our study showed that with simple modifications it is possible to maintain the growth of fastidious 
organisms, specifically A. pleuropneumoniae and P. multocida, for up to 10 days. Future studies should focus on identifying 
the limitations of the fastidious HFIM with a range of antimicrobial compounds, dosing profiles and fastidious organisms.

Funding information
This study was funded by the Royal Veterinary College (RVC) higher education innovation fund (HEIF) and was co-funded by ECO Animal Health Ltd.



9

Mead et al., Access Microbiology 2024;6:000744.v3

Acknowledgements
The authors would like to acknowledge Dr Nina Ince and Dr Hua Xu at Analytical Services International Ltd (St. George’s, University of London).

Author contributions
A.M.: Conceptualization, Funding Acquisition, Investigation, Methodology, Project Administration, Validation, Writing – Original Draft. S.A.: Investigation, 
Methodology, Validation, Writing – Review & Editing. L.P.: Conceptualization, Funding Acquisition, Supervision, Project Administration, Writing – Review 
& Editing

Conflicts of interest
The authors declare that they have no known competing financial interests or personal relationships that could have appeared to influence the work 
reported in this paper.

References
	1.	 Nielsen EI, Friberg LE. Pharmacokinetic-pharmacodynamic mode-

ling of antibacterial drugs. Pharmacol Rev 2013;65:1053–1090. 

	2.	 Cadwell JJ. The hollow fiber bioreactor and cell co-cultivation. 
Fiber Cell Systems 2012.

	3.	 Toutain PL, Pelligand L, Lees P, Bousquet-Mélou A, Ferran AA, 
et al. The pharmacokinetic/pharmacodynamic paradigm for anti-
microbial drugs in veterinary medicine: recent advances and crit-
ical appraisal. J Vet Pharmacol Ther 2021;44:172–200. 

	4.	 Sadouki Z, McHugh TD, Aarnoutse R, Ortiz Canseco J, Darlow C, 
et al. Application of the hollow fibre infection model (HFIM) in anti-
microbial development: a systematic review and recommenda-
tions of reporting. J Antimicrob Chemother 2021;76:2252–2259. 

	5.	 Cadwell J. The hollow fiber infection model: principles and prac-
tice. Adv Antibiotics Antibodies 2015;1.

	6.	 Cadwell J. The hollow fiber infection model for antimicrobial phar-
macodynamics and pharmacokinetics. Adv Pharmacoepidem Drug 
Safety 2012;1:2167–1052. 

	7.	 Schaumann R, Goldstein EJ, Forberg J, Rodloff AC. Activity of 
moxifloxacin against Bacteroides fragilis and Escherichia coli in 
an in vitro pharmacokinetic/pharmacodynamic model employing 
pure and mixed cultures. J Med Microbiol 2005;54:749–753. 

	8.	 Bulitta JB, Hope WW, Eakin AE, Guina T, Tam VH, et al. Generating 
robust and informative nonclinical in vitro and in vivo bacterial 
infection model efficacy data to support translation to humans.. 
Antimicrob Agents Chemother 2019;63:02307–02318. 

	9.	 European Medicines Agency. Qualification Opinion. In-Vitro Hollow 
Fiber System Model of Tuberculosis (HSF-TB). European Medicines 
Agency Canary Wharf, 2015.

	10.	 European Committee on antimicrobial susceptibility testing. 
Media preparation for EUCAST disk diffusion testing and for 
determination of MIC values by the broth microdilution method. 
European Society of Clinical Microbiology and Infectious 
Diseases; 2022. https://www.eucast.org/ast_of_bacteria/media_​
preparation

	11.	 CLSI. Methods for Antimicrobial Dilution and Disk Susceptibility 
Testing of Infrequently Isolated or Fastidious Bacteria. In: CLSI 

Guideline M45, 3rd ed. Wayne, PA: Clinical and Laboratory Stand-
ards Institute, 2016.

	12.	 Cartwright CP, Stock F, Gill VJ. Improved enrichment broth for culti-
vation of fastidious organisms. J Clin Microbiol 1994;32:1825–1826. 

	13.	 Konze SA, Abraham W-R, Goethe E, Surges E, Kuypers MMM, et al. 
Link between heterotrophic carbon fixation and virulence in the 
porcine lung pathogen Actinobacillus pleuropneumoniae. Infect 
Immun 2019;87:00768. 

	14.	 Jacobsson S, Golparian D, Oxelbark J, Alirol E, Franceschi F, 
et  al. Pharmacodynamic evaluation of dosing, bacterial kill, and 
resistance suppression for zoliflodacin against Neisseria gonor-
rhoeae in a dynamic hollow fiber infection model. Front Pharmacol 
2021;12:682135. 

	15.	 Jacobsson S, Golparian D, Oxelbark J, Franceschi F, Brown D, et al. 
Pharmacodynamic evaluation of zoliflodacin treatment of Neis-
seria gonorrhoeae strains with amino acid substitutions in the zoli-
flodacin target GyrB using a dynamic hollow fiber infection model. 
Front Pharmacol 2022;13:874176. 

	16.	 Jacobsson S, Golparian D, Oxelbark J, Wicha WW, da Costa RMA, 
et al. Pharmacodynamic evaluation of lefamulin in the treatment 
of gonorrhea using a hollow fiber infection model simulating Neis-
seria gonorrhoeae infections. Front Pharmacol 2022;13:1035841. 

	17.	 VanScoy BD, Scangarella-Oman NE, Fikes S, Min S, Huang J, et al. 
Relationship between gepotidacin exposure and prevention of 
on-therapy resistance amplification in a Neisseria gonorrhoeae 
hollow-fiber in vitro infection model. Antimicrob Agents Chemother 
2020;64:00521–20. 

	18.	 Embrechts J, Sedlák L, Hlavizna I, Heřmanský P, Ćechová I, et al. 
The influence of the galenic form on pharmacokinetics of flor-
fenicol after intramuscular administration in pigs. J Vet Pharmacol 
Ther 2013;36:92–94. 

	19.	 Voorspoels J, D’Haese E, De Craene BA, Vervaet C, De Riemaecker D, 
et al. Pharmacokinetics of florfenicol after treatment of pigs with 
single oral or intramuscular doses or with medicated feed for 
three days. Vet Rec 1999;145:397–399. 

	20.	 Jorgensen J, Maher L, Howell A. Use of Haemophilus test medium 
for broth microdilution antimicrobial susceptibility testing of Strep-
tococcus pneumoniae. J Clin Microbiol 1990;28:430–434. 

The Microbiology Society is a membership charity and not-for-profit publisher.

Your submissions to our titles support the community – ensuring that 
we continue to provide events, grants and professional development for 

microbiologists at all career stages.

Find out more and submit your article at microbiologyresearch.org

https://www.eucast.org/ast_of_bacteria/media_preparation
https://www.eucast.org/ast_of_bacteria/media_preparation

	Hollow-­fibre infection model: adaptations for the culture and assessment of fastidious organisms
	Abstract
	Data Summary
	Introduction
	Theory and implementation
	Initial method and challenges
	Initial set-up to assess perfusion
	Initial results and challenges

	Modifications/solutions
	Challenge 1: preparation of fastidious medium
	Challenge 2: considerations for dosing (CAMHB + filtration)
	Challenge 3: CO﻿2﻿ atmosphere and gas permeability
	Implementation
	Maintenance of culture in the fastidious HFIM for 10 days
	Dose validation in the fastidious HFIM


	﻿Discussion﻿
	References


